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Wiat does this tell us about: tine: hydropholic
attraction for reall ions, molecules, polymeis?
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There are no simple theories!
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6x8 icosane SAM with a 30° tilt angle.
General Amber force field

Polarizable POL3 water model
Polarizable lon parameters

are calculated by umbrella sampllng

Extended Poisson-Boltzmann modeling
for finite salt concentrations
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On hydrophobic surfaces,
equilibrium forces can be
obtained:

<F> =58 pN (Exp)
<F> =54 pN (Sim)
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Energy analysis

Conclusions: atomistic MD is able
to predict hydrophobic attraction
of complex biomolecules
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